. Dashed line indicates the normalized expression levels of yap and taz in wild-type embryos. An unpaired t-test was performed on mRNA expression and statistical significance was performed using the Holm-Sidak method. Error bars = s.e.m. (B-B') -1.0kb ctgfa:d2GFP expression is observed in the NR, RPE, heart, and other tissues at 28 hpf. (C-F'') Yap S87A overexpression results in increased -1.0kb ctgfa:d2GFP in RPE cells (F-F'') and ectopic NR expression (E-E'') compared to mCherry (C-D''). Arrows=ectopic NR, arrow heads=RPE expression. All embryos are 28 hpf. Primer Name Primer Sequence Assay yap 4bp/21bp F 5'-AGTCATGGATCCGAACCAGCACAA-3' genotyping yap 4bp/21bp R 5'-TGCAATCGGCCTTTATTTTCCTGC-3' genotyping taz 5bp F 5'-CTCGGCTGAAACTACTTAAGGACG-3' genotyping taz 5bp R 5'-CTAAACAGTGTGCAGGAATGTCC-3' genotyping yap qPCR F 5'-CCAGACAAGCCAGTACAGAT-3' RT-qPCR E=95%, r 2 =.997 yap qPCR R 5'-GAAGTATCTCTGTCCCGAAGG-3' RT-qPCR E=95%, r 2 =.997 taz qPCR F 5'-GCATCCAGATGGAGAGAGAG-3' RT-qPCR E=105%, r 2 =.991 Streisinger et al., 1986 , Tsetskhladze et al., 2012 
